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PLATFORM 1 PLATFORM 2

Remote sensing DNA profiling
Crops & weeds Pathogens & pests



DNA-profiling of plant associated organisms

Bacteria, fungi, nematodes etc.

Differences in microbial populations between

- Fields

- Treatments

- Cultivars Yield
t/ha

Roots
Sugar beets 2015
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Per field: -6 samples
- 3 plots x 2 samples
- 24 beets aer sample

Each plot (sample) Total DNA extraction
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Harmful organisms/agents:

Viruses

Bacteria

Prokaryotes

Fungi (Asco-, Basidio-, Zygomycetes)
Oomycetes

Plasmodiophorids

Nematodes

Mites

s .

Qsects i

—  Eukaryotes (Nucleated cells)




DNA reads per 100 reads of

Beta vulgaris

DNA profile of common eukaryotes
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DNA reads per 100 reads of

Beta vulgaris

DNA profile of nematodes (zooming-in)
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DNA-profiling of plant associated organisms

Bacteria, fungi, nematodes etc.

Differences in microbial populations between
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Sorghum seedlings,
1 week, autoclaved soil




96 sorghum seedlings

1 week in sterile soill

Seed treatment

o NoT H20 HT
Surface sterilisation of Root & Stem
Isglatlon form sllcgs on agar 14 25 2
(Filamentous fungi)
Amplicon sequencing
(All fungi) Curvularia 59 6.9 0
Epicoccum 16 65 0.02
Fusarium 0.3 1 0.8
7.6 14 0.8

Total



Harmful organisms/agents:

Viruses

Bacteria

Prokaryotes

Fungi (Asco-, Basidio-, Zygomycetes)
Oomycetes

Plasmodiophorids

Nematodes

Mites
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Harmful organisms/agents: Ribosomes
Viruses No
Bacteria Prokaryotes

16-23 S
Fungi (Asco-, Basidio-, Zygomycetes)
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Ribosomal genes (DNA)
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Ribosomal genes (DNA) @&

Prokaryotes
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DNA reads per 100 reads of

Beta vulgaris

DNA profile of fungi and nematodes
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