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History of AsiaBlight

• Nepal, November 2014: experts from 10 Asian
nations propose creation of AsiaBlight

• China, July 2015: first AsiaBlight meeting at World Potato Conference, 
population mapping proposed 

• November 2015: Greg Forbes invited me to assist him with developing 
AsiaBlight, specifically with the coarse-scale mapping project

• 2016: coarse-scale mapping project initiated to:

• provide information on the current Asian Phytophthora infestans population
• demonstrate the value of Public-Private-Partnerships
• develop collaboration among Asian partners

• Aarhus, May 2017: report on progress at EuroBlight



• 500 FTA cards funded by Bayer

• Distribution of FTA cards and genotyping offered by Ruofang Zhang and her 
team, Inner Mongolia Potato E & T Research Center, Inner Mongolia 
University, Hohhot, China

• Contacts established in 15 countries via CIP, previous collaborations and 
Bayer

• Some have not so far been able to provide samples directly to AsiaBlight

Coarse-scale mapping project



Progress to date

• AsiaBlight samples obtained from Bangladesh, Georgia, Indonesia, Japan, 
Nepal, Pakistan, the Philippines, Taiwan,  Vietnam, hoping for Kyrgyzstan

• Sampling from ongoing projects and other collectors:

• Bangladesh (Geert Kessel, Bangladesh Agricultural University, Bangladesh 
Agricultural Research Institute)

• China (Guo Mei)

• India (Geert Kessel, Sanjoy Guha Roy)

• Indonesia (Chris Ursell, Huub Schepers)

• Myanmar (Geert Kessel)

• The Philippines (Geert Kessel)



Country/
Region

Year and crops sampled Comments

2016 2017 2018

Bangladesh 25 potato

Georgia 10 potato 10 potato 2016 samples gave no results

Indonesia 10 potato 16 potato

Japan 10 potato

Nepal 9 potato 15 potato
10 tomato

Philippines 10 potato

Taiwan 12 tomato DNA from isolates (incl. 8 
tomato isolates 2014-15)

Vietnam 4 potato 3 potato
1 tomato

2019: 4 tomato crop samples

Kyrgyzstan No blight 2018, hope to sample 2019
Pakistan Sampled 2018, no results

Sampling progress



AsiaBlight: challenges

• Obtaining samples across a large, politically disparate region

• Difficulty in maintaining contacts (personnel changes), consequent loss 
of FTA cards, restrictions owing to biosecurity legislation

• Genotyping: lack of continuity owing to use of postgrads, difficulty in 
standardising allele calling (particularly with language barrier) despite 
provision of web workshop by David in October 2018

• But we have PROGRESS!!



AsiaBlight: success

• Voluntary collection of blight samples collected by many contacts 
across the region

• Thanks to David Cooke we now have samples genotyped and mapped

• Genotyping using the 12-plex in Hohhot has proved difficult to maintain, 
but the current student Zhang Zhibin has produced results (mainly for 
China) running each SSR marker separately 



AsiaBlight: genotype map 2017



AsiaBlight: genotype frequency map 2009-2017



AsiaBlight: genotype frequency chart



13_A2

2_A1

US_1_A1, 
AU_1

Run using all uploaded 
Asia samples:
421, 2009-2019

AsiaBlight: MSN tree genotypes 2009-2019



Indonesia

Bangladesh, India, 
Myanmar, Nepal

Philippines

Run using all uploaded 
Asia samples:
421, 2009-2019

AsiaBlight: MSN tree countries 2009-2019



Very marked and 
distinct  groups

AsiaBlight: PCA analysis



• Blue 13 (13_A2) is widespread across mainland Asia: Bangladesh, 
Georgia, India, Myanmar, Nepal, Vietnam

Findings:

• US_1 still persists particularly on tomato (Nepal, Vietnam)

• Island populations: Indonesia, Japan, the Philippines, Taiwan are 
distinct and disparate, 13_A2 not so far found



• Thanks particularly to Greg Forbes for inviting me to be part of 

• David Cooke
• Jens Hansen and Poul Lassen
• Jonathan Yuen
• Ruofang Zhang, her staff and postgrads
• Bayer (Regions APAC 1 & APAC 2) 
• Country contacts

• Bangladesh: Abdullah-Al-Mahmud, Monower Hossain, Ebna Habib Md. 
Shofiur Rahaman

• CACs: Zurab Khidesheli, Rusudan Mdivani and colleagues
• Indonesia: Ineu Sulastrini, Koko Tjintokohadi, Silviya Wiltin
• Japan: Seishi Akino
• Nepal: Buddhi Sharma
• Pakistan: Muhammad Taufique Siddiqui, Waqas Raza
• Taiwan: Rishi Burlakoti, Lawrence Kenyon, Wallace Chen
• Vietnam: René van Rensen, Ho Ngoc Anh

AsiaBlight: Acknowledgements



• Planning to write up for publication during 2019

• Need to ascertain from collectors/owners whether genotyping data from 
their non-AsiaBlight samples can be included

• Hoping for samples from Kyrgyzstan in 2019

• Need samples from Pakistan and more from Japan, Taiwan

• How to progress the genotyping in Asia?

• Fungicide sensitivity data: vital to allow appropriate management 
advice (particularly for the genotypes in Indonesia, the Philippines),   
need isolates for this

Next steps:

• Now over to Dr Christelle Lasserre



The International Potato Center (known by its Spanish acronym CIP) is

a research-for-development organization with a focus on potato, sweetpotato,

and Andean roots and tubers. CIP is dedicated to delivering sustainable

science-based solutions to the pressing world issues of hunger, poverty,

gender equity, climate change and the preservation of our Earth’s fragile

biodiversity and natural resources.

www.cipotato.org

CIP is a member of CGIAR
CGIAR is a global agriculture research partnership for a food secure future. Its

science is carried out by the 15 research centers who are members of the

CGIAR Consortium in collaboration with hundreds of partner organizations.

www.cgiar.org
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